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A. Personal Statement 

Assistant Professor in Medical Genetics (PhD in Molecular Medicine) at the University of Parma, with extensive experience in molecular 
genetics, genomics and precision medicine. My work focuses on hereditary cancer syndromes and rare tumors, combining expertise in 
multi-omic technologies, bio-assay development and implementation of novel protocols and technologies. I am driven by a deep 
commitment to uncovering the molecular mechanisms underlying complex diseases and translating these insights into improved 
diagnostic and therapeutic strategies. 
Since 2021, my research has focused on genetic disorders associated with high cancer predisposition, (e.g. Neurofibromatosis). I 
investigate the molecular architecture of these conditions through integrated multi-omic approaches, including WES/WGS, epigenomics, 
long-read seq and liquid biopsy, combined with AI-based predictive modelling, with the aim of developing high-throughput diagnostic tools 
within a translational, multidisciplinary framework to support personalized monitoring, risk stratification, and precision oncology. I have 
extensive experience leading research teams and mentoring PhD students and postdoctoral fellows, fostering interdisciplinary 
collaboration and rigorous scientific inquiry. I am adept at securing competitive funding and building international collaborations, and I 
have authored high-impact manuscripts published in journals including Nature Communications and Nature Medicine. This combination 
of scientific leadership, translational research expertise and grant-writing success equips me to drive ambitious research projects from 
concept to clinical impact. 

B. Positions and Honors 

Current institutional position: 
• 6-year fixed-term research position as Assistant Professor in Medical Genetics at the University of Parma, awarded in a public 

competition against eight other highly qualified candidates. 

• From 2021, Scientific Director of the Medical Genetics Laboratory at the University of Parma leading research on genetic 
diseases that increase cancer risk (https://mc.unipr.it/en/node/4160). This role includes successful mentorship of a team of eight, 
including PhD students, research fellows, and thesis students. 

• From 2025 scientific member of the “Center for Molecular and Translational Oncology” at the University of Parma. 

• Member of the Area 06 Scientific Committee (Medical Sciences), University of Parma (Three-year term: 2026–2028) 

Honors: 
1. selected for an advanced experimental training course of three weeks with the aim to perform molecular manipulation of mouse 
embryos for the generation of embryonic stem cells at the Cold Spring Harbor Laboratory in USA (Molecular Embryology of the Mouse 
- Training course, 2008).  
2. Best abstract winner at San Raffaele Scientific Retreat (Stresa, Italy) with the project “Insulin-like Growth Factor I is essential for 
Purkinje neuron survival at birth” in 2010. 
3. Winner of Young Investigator Bursary at the EASL International Liver Congress in Amsterdam for her project “Metabolic 
signatures of chronic hepatitis C evolution revealed by transcriptome profiling of virus-specific CD8 cells across different stages of HCV 
infection” in 2017. The award was granted by an esteemed international review board. 
4. In 2020, selected at ReActor, the School of Entrepreneurship and Innovation sponsored by Fondazione Marino Golinelli in Bologna 
(Italy) and private companies. This program provided hands-on training, mentorship, and opportunities for international collaboration to 
transform scientific research into entrepreneurial ventures. This opportunity allowed her to stay at Mind the Bridge accelerator program 
in San Francisco USA (2022), fostering connections with international investors and refining her skills in business development and 
scientific communication. 
5. In 2022, awarded a PRIN 2022 grant from the Italian Minister of University and Research for her research project “On the 
development of neoantigen vaccine for HCC cure: from genomics of Hepatitis B Virus (HBV) integration in liver cells to immunological 
host response toward neoepitopes as novel immunotherapeutic approaches.” This study, with Dr. Barili as PI, aims to identify chimeric 
proteins derived from HBV integration in liver cancer using cutting-edge genomic technologies. 
6. In 2022, awarded another PRIN PNRR grant from the Italian Minister of University and Research for the project “Accelerated 
Diagnosis and non-inVasive strategies for AN early prediCtion of malignant transformation in NF1”. This research focuses on identifying 
driver gene variants linked to malignant transformations in Neurofibromatosis type 1.  
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7. In 2022, awarded a competitive research grant from the University of Parma (Italy) under the Lascito Feliciani-Ferretti program, 
for the project “Genomic approaches for the study of individuals with autism spectrum disorder,” with Dr. Barili as Principal Investigator. 
The project includes the supervision of a research fellowship and aims to investigate the genetic basis of autism spectrum disorder by 
focusing on a clinically well-characterized cohort of patients with a higher likelihood of underlying genetic alterations. 
8. In 2025, recipient of the "University of Parma Outstanding Researcher Award" (1st Edition, 2024), recognizing excellence in 
scientific leadership and international research impact within the University of Parma. 
9.In 2025, awarded a Nanopore Research Grant by Oxford Nanopore Technologies, supporting innovative research in nanopore-
based sequencing technologies for liquid biopsy profiling in rare tumors affected patients. 

C. Contributions to Science 

Thanks to the experience in molecular biology (PhD in Molecular Medicine), I have contributed to develop new projects aimed at defining 
the gene expression profile of virus-specific T cells to identify deregulated genes involved in the pathogenesis of T cell exhaustion in 
patients with chronic hepatitis B and C, with the ultimate goal of designing new immunomodulatory therapies which conducted to a Nature 
Medicine paper IF=58 (Fisicaro et al 2017, the PI Barili is second author) and a paper in Nature Communications IF=14 (Barili et al 2020, 
the PI is the first-author). This work led to the discovery of molecules capable of restoring antiviral functions in lymphocytes, which opened 
the door to new immunomodulatory therapies in HBV infection. These achievements led to two patents. The first one in 2022 titled 
“Pharmaceutical compound for use as a therapeutic treatment for chronic HBV infection and method for the identification of exhausted 
lymphocytes,” and the second one in 2023, titled "Compound and composition for the metabolic and functional restoration of NK 
lymphocytes in hepatocellular carcinoma (HCC)”. Furthermore, I have been collaborating on research projects in the field of cancer, 
seeking to characterize immune mechanisms responsible for the development of hepatocellular carcinoma, and on genetic tumor 
predisposition syndromes, with a strong focus on Neurofibromatosis Type 1 (NF1) and Schwannomatosis. 
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• Research team member for the project “Early events in acute hepatitis C virus (HCV) infection with the aim to identify new 
biomarkers”, funded by European Commision, EC grant FP7 proposal n. 260844 with 10 different EU and non-EU countries 
which lead to the publication in Nature Communications 2020 (Barili et al.). 

• Research team member for the project “Cellular and molecular events in the pathogenesis of chronic HBV and HCV infections” 
funded by the Italian Minister of University and Research, FIRB grant RBAP10TPXK 

• Collaborator in project writing and research team member for the Research Program Emilia-Romagna, Strategic Programmes 
Area 1 Personalized medicine: viral and autoimmune diseases, “A tailored approach to the immune-monitoring and clinical 
management of viral and autoimmune diseases”. 

• Research team member for the project “A Phase 2, Randomized, Open-Label Study to Evaluate the Safety and Efficacy of GS-
4774 in combination with Tenofovir Disoproxil Fumarate (TDF) for the Treatment of Subjects with Chronic Hepatitis B and who are 
currently not on Treatment” funded by Gilead Sciences, Inc. 

• Collaborator in project writing and research team member for the project “A novel integrated genomic and immunological strategy 
for the therapy of chronic hepatitis B” funded by the Italian Minister of Health, Progetti Ordinari di Ricerca Finalizzata (Project 
Code RF-2013-02359333). 

• Collaborator in project writing and research team member for the project “Characterization of immunological correlates of protection 
in HBV infection” – Protocol Code IMM-HBV (no profit), funded by Gilead Sciences, Inc. 

• Collaborator in project writing and research team member for the project “Targeting transcriptionally deregulated metabolic 
pathways in exhausted virus-specific CD8+ T cells as a novel strategy for the treatment of chronic hepatitis B virus (HBV) infection” 
funded by the Italian Minister of University and Research, PRIN 2017 grant. 

• Collaborator in project writing and research team member for the PNRR “Ecosistema innovativo della Salute - INNOVA” Hub 
Lifescience Diagnostica Avanzata- The project will be focused on identifying and integrating tissue patient-specific genomic 
signatures, and pathogenetic mechanisms underlying disease-causing variants predict treatment outcomes in both acute and 
chronic disorders  

• Research team member for “OPCT - Identification of aggregate metabolic phenotypes for the main dietary (poly)phenols 
and assessment of the factors associated with their formation: development of an oral (poly)phenol challenge test” project 
funded by ERC starting grant (European Commission, PI Prof. Pedro Mena). 

• Collaborator with international research groups (see the first published paper - Bocquet B et al. JCI Insight. 2023 doi: 
10.1172/jci.insight.169426. PMID: 37768732) on 'Genetic factors associated with ophthalmic disease' to identify the genetic 
factors contributing to the development of hereditary eye disorders, with the aim of identifying new targets for potential gene therapy. 

• Collaborator in European-level projects with international groups in the European Reference Network for Genetic Tumour Risk 
Syndromes (ERN GENTURIS), to study patients affected with tumor predisposing syndromes (see the first published paper - 
Hendricks LAJ,  et al. J Natl Cancer Inst. 2023. doi: 10.1093/jnci/djac188. PMID: 36171661).  

• PI for the “On the development of neoantigen vaccine for HCC cure: from genomics of Hepatitis B Virus (HBV) integration 
in liver cells to immunological host response toward neoepitopes as novel immunotherapeutic approaches” project 
founded by PRIN 2022 MUR. 

• PI for the “Accelerated Diagnosis and non-inVasive strategies for AN early prediCtion of malignant transformation in NF1” 
project founded by PRIN PNRR 2022 MUR. 

• Research team member for the project “Integrative “multi-omics” and functional platform for the complete diagnostic 
characterization of tumors: the italian tumor chemogenomic profiler (IT-TCP)” funded by POS (Piano Operativo Salute) – 
Italian Minister of Health (PI Prof. Roti Giovanni). 

• Collaborator in project writing and research team member for the project “Unraveling the multifaceted interactions of SERCA2 
protein in the pathogenesis of Darier's disease” funded by University of Parma (Bando Ateneo – PI Prof. Feliciani Claudio) 

• Collaborator in project writing and research team member for the project “LIBERTY - LIquid Biopsy implEmentation in the 
management of Rare Tumors associated with hereditarY syndromes” project founded by PNRR 2023 Italian Minister of 
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Health (PI Prof. Percesepe). 

• Collaborator in project writing and research team member for the project “Serum-miRNA profiles and inflammatory prognostic 
biomarkers in sudden sensorineural hearing loss” funded by University of Parma (azione B – PI Prof. Di Lella Filippo). 

• Co-investigator for the Human Technopole project “IMPRINT: SpatIal transcriptoMic PRofiling for the Identification of 
genomic sigNatures in rare Tumors” granted by Human Technopole Milan – Italy. 

• Co-PI for the project “The multi-omic landscape of Obsessive-Compulsive Disorder (OCD): genomic, epigenomic and 
transcriptomic approaches in developmental pathways of OCD” (PI Prof. Tonna). 

• PI in the project “AURORA - Advancing high-throughpUt omic platfoRm for identification of GenOmic biomaRkers in rAre 
Tumors” funded by University of Parma – FIL grant. 

• PI of the Nanopore Research Grant by Oxford Nanopore Technologies, supporting innovative research in nanopore-based 
sequencing technologies for liquid biopsy profiling in rare tumors affected patients.  

• PI of the project “SPATIAL: Advanced bioinformatic analysis of spatial transcriptomics profiling for the identification of 
genomic signatures in rare tumors” funded by Human Technopole Milan – Italy. 

• PI of the project “ORACLE - Omics for RAre Cancers through Liquid biopsy sEquencing” funded by Human Technopole 
Milan – Italy. 
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I was in the scientific organizers of the '3rd European Congress on Human Genetics' on June 19-20, 2025 (see 
https://scisynopsisconferences.com/human-genetics/), which will be held in Vienna. The congress was focused on the latest research in 
the field of genetics and pharmacogenetics applied to health and diseases. 
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Dr. Barili’s academic trajectory has been marked by excellence. She earned her Bachelor’s Degree in Biotechnology in 2003 and  her 
Master’s Degree in Biotechnology for Health in 2006 from the University of Parma and both awarded with top honors (110/110 cum laude). 
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2011. During her PhD fellowship, Dr. Barili worked on the functional analysis of transcription factors regulating neural stem cells during 
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